XHMEIA AAANAHAENIAPAZEQN METAAAIKQN IONTQN ME
NOYKAEIKA O=EA

(MetalloGenomics-MG)

MNaTi JEAETAPE TNV XNHEIA TWV METOAAIKWY IOVTWYV HE TO VOUKAEIKA OEEQ;
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1. H 10gIKOTNTA TWV PETAAANIKWY IGVTWYV TTPOEPXETAI
Kal aTTo TIG AVTIOPACEIC TOUG ME VOUKAEIKA OCEQ. §

T-Hg**-T complex

2. MNapepPBaivouv og peTaANO-pUBPICTIKEG TTPWTEIVEG _ R
eUTTOSICOVTAG TV EKPPATT YOVISiWV : §+ —

SERS sensor SERS signal

3.  2UvBeon VEWV aVTIKAPKIVIKWY QOAPUAKWY OTN
Baon Tou cisplatin.

4. AlayvwoTIKG avTidpaoTrpla yia Tn doun Kal
AeiToupyia Tou DNA.
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5. H @uon €xel emAEGel Tov Fe atnv ymmAeopukivn yia "
va oToXeUEl Kal va TTPOKOAET BAGReG o ‘Cévo’ DNA, ™
TOV Zn OTIC TTPWTEIVEC DAKTUAOU-ZN WOTE va
ouvoéeTal oto DNA kai va puBuidel Tnv
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adjacent to DNA
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OEMEAEIQAEIZ AAAHAENMIAAPZEIZ METAAAIKQN IONTQN KAI ZYMINAOKQN ME
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2.3 MNapeuPBoAn avaueoa
oTIG Baoeig Tou DNA.
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OEMEAEIQAEIZ ANTIAPAZEIZ METAAAIKQN IONTQN KAI ZYMIMAOKQN ME DNA

1. OCe1doavaywyikEC avTIOPAOEIS
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2. AvTidopaoeig YOpoAuong
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Tris-@AINAOPOAINO ZYMINAOKA METAAQN ME DNA: ENA NMAPAAEITMA.
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TEXNIKEZ MEAETHZ AAAHAENMIAPAZHZ ZYMIMAOKQN METAAAQN ME DNA

TexvikéC @BopIOoUOU
.x. [Ru(phen),] 2*, A, = 610 nm, 7 = 0.6 us,

H évraon aucdAvetal eKOETIKA KATA TNV OUVOEDN
TOU oUPTTAOKOU 010 DNA Kal paAiota otav
OUVOEETAI ME TTAPEUPOANA TO T=2 US, EVvW YIO T
= 0.6 ys ouvOEETal OTIG AUAQKEG.

Texvikéc UV-Vis

Katd tnv tTapeuBoAn Tou cupttAdkou oto DNA
N MLCT kKopu®r] TOU CUUTTAOKOU PEIWVEI TNV
Evraon TG (UTTOXPWHIOUOG)
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TexvikéC moAwpuévou ewrog CD LD

Katd tnv aAANAEeTTidOpaon Tou CUUTTIAOKOU OTO
DNA o1 duo 1aivieg Cotton Tou DNA,
OXETICOPEVN ME TN OUCOWPEUONG TWV BACEWYV
Kal TNV TTEPIEAIEN HETABAANOVTAI O€ EvTaon Kal
MNKOG KUMATOG avaAOYWC.

Texvikéc HAskTpo@opeonc

Katd tnv aAAnAeTTidpaon Tou CUPTTAOKOU UE
TTAaoMIOIaKO DNA tTapaTtnpouvTal HETABOAAEC
oTNV KIVNTIKOTNTA TOU TTAQOMIOIaKOU DNA.
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Texvikég Zuvroviouou (NMR).
ATtrapaitntn N Xprion oAlyovoukAeoTIOiwV w¢ povTéAa DNA, daouatookotria NOESY
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ddopara NOESY (1,,= 250 ms) Tou aAnAAO-CUUTTANPWHATIKOU OAIYOVOUKAEOTIBIOU
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SIPNMR r= [Ru]l/DNA] 23Na NMR r= [Ru]/DNA]
Av,, = 167 r=0.5

Avy, =8 Hz r=0.5

AV1/2 =102 r=0.3
Av,j, = 86 Hz r=0.1 Av,, = 13 Hz r=0.1

Av,, =76 Hz r=
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EIAIKEZ MNEPINTQZEIZ BIOAPZTIKQN ZYMIMNAOKQN

‘Bleomycin-Fe DNA

*Gly-Gly-His metallopeptides
-Salen metal complexes
‘Rhodium-ruthenium intercalators.

Platinum Drugs
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Metallopeptides of Ni(ll), Cu(ll) and Co(lll)
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Fig. 5.1. The structure of M(l1)-Xaa-Xaa-His metallopeptides.

Fig. 5.8.

A molecular model of Cu(ll)-Arg-Gly-
His (red) docked in the minor groove of B-
form DNA with the g, axis of the complex
oriented 50° relative to the DNA helix axis.
With this orientation, the mean plane of the
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Fig- 5.5. The structures of Ni(I1)-Gly-Gly-His, Ni(I1)-Arg-Cly-
His, and Ni{ll)-Lys-Gly-His-bearing carboxamide termini.

Ni(H)=Lys-Gly-His

metallopeptide is oriented 40°relative to the
helix axis. The metallopeptide is easily
accommodated by the minor groove and in
this orientation the metal center (yellow) is
positioned close to a C4’ H (yellow).
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